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RAW SEQUENCE LISTING ^^TE: 04/30/2001 

PATENT APPLICATION: US/09/826,752 TIME: 11:04:49 X 

Input Set : A:\0050.1491-005.TXT 
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4 <110> APPLICANT: Guarente, Leonard P. ENTFRPr^ 

5 Austriaco Jr., Nicanor I ^ fl fi» B I L. 



6 Claus, James J. 

7 Cole, Francesca 

1? <120> ^ITLfoF OTTION: GENES DETERMINING CELLULAR SENESCENCE IN 
12 YEAST 

14 <130> FILE REFERENCE: 0050.1491-005 
C--> 16 <140> CURRENT APPLICATION NUMBER: US/09/826,752 
C--> 16 <141> CURRENT FILING DATE: 2001-04-05 

16 <150> PRIOR APPLICATION NUMBER:- US 08/396,001 

17 <151> PRIOR FILING DATE: 1995-02-28 

19 <150> PRIOR APPLICATION NUMBER: PCT/US94/09351 

20 <151> PRIOR FILING DATE: 1994-08-15 

22 <150> PRIOR APPLICATION NUMBER: US 08/107,408 

23 <151> PRIOR FILING DATE: 1993-08-16 

25 <150> PRIOR APPLICATION NUMBER: US 09/323,433 

26 <151> PRIOR FILING DATE: 1999-06-01 
28 <160> NUMBER OF SEQ ID NOS : 48 

30 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

32 <210> SEQ ID NO: 1 

33 <211> LENGTH: 1946 

34 <212> TYPE: DNA 

35 <213> ORGANISM: Saccharomyces cerevisiae 

37 <220> FEATURE: 

38 <221> NAME/KEY: CDS 

39 <222> LOCATION: ( 322 ) . . . C 167 1 ) 

40 <22 3> OTHER INFORMATION: UTHl 

\l S°LaT"aa;tUc ccac.tca.c gg.cctag.c ccttcaatgt .ttagaatac 60 

44 acagcgtgcc tagttcctgg tgcctggatc tcgaggccgc ggcactggaa aagccctttc 120 

45 ttttccagat cgggaaacct aatgagtcca taaaaagaaa tgtagaggtg gtgttgacgt 180 

46 tttqccqctt ttgggcaagt aggtctttct gcacggcccg gcccgggtcg tgcggaaaaa 240 
gaiaaaagca gacaaaacaa aatttttcct ttttttcgcc tttgtttctc ctgattcggg 00 

48 Ltataagtg aataccatct a atg tgt ttc ctt etc gag acc teg geg tet 351 
.Q Met Cvs Phe Leu Leu Glu Thr Ser Ala Ser 

1 5 10 

52 cce aga tea aag etc age aaa gat ttt aaa ccg caa ttt acg etc ctt 399 

53 Pro Arg Ser Lys Leu Ser Lys Asp Phe Lys Pro Gin Phe Thr Leu Leu 

54 15 20 

56 tea teg gta act aag aag aaa aaa aaa aaa gta ega cca cae aat ttc 447 

57 ser Ser Val Thr LyJ Lys Lys Lys Lys Lys Val Arg Pro H.s Asn Phe 

30 -^^ 
II eag tgt att eat tee tta aac ttc gtt tat ttt tta ttc att cat tea 495 
61 Gin Cys lie His Ser Leu Asn Phe Val Tyr Phe Leu Phe He His Ser 

^2 . . -1-4- r-r-Y ti-a aac aaa aat 543 



64 



ttt tta ttt gaa tat aac caa eta eta gtc ctt cet tta aac aaa aat 
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102 205 

104 gge gge tgg get 

105 Gly Gly Trp Ala 

106 220 
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113 Lys Thr Gin Trp 
114 
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125 Val Ser Gly Ser 
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129 Asn Met Val Val 
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130 315 320 325 330 

132 aac gtc ate aag gag gac tec tac tat caa tgg caa ggt aag aag acc 1359 

133 Asn Val lie Lys Glu Asp Ser Tyr Tyr Gin Trp Gin Gly Lys Lys Thr 

134 335 340 345 

136 tct gee eaa tae tac gtt aac aac get ggt gtc tct gtg gaa gat ggt 1407 

137 Ser Ala Gin Tyr Tyr Val Asn Asn Ala Gly Val Ser Val Glu Asp Gly 

138 350 355 360 

140 tgt ate tgg ggt act gag ggt tec ggt gtc ggt aac tgg gee eca gtt 1455 

141 Cys He Trp Gly Thr Glu Gly Ser Gly Val Gly Asn Trp Ala Pro Val 

142 365 370 375 

144 gtc ttg ggt get ggt tac act gat ggt ate act tac ttg tec ate att 1503 

145 val Leu Gly Ala Gly Tyr Thr Asp Gly He Thr Tyr Leu Ser He He 

146 380 385 390 

148 cca aac cca aac aac aaa gaa gea eca aac ttt aac ate aag ate gtt 1551 

149 Pro Asn Pro Asn Asn Lys Glu Ala Pro Asn Phe Asn He Lys He Val 

150 395 400 405 410 

152 gee acc gat ggc tct ace gtc aat ggt get tgc tct tac gaa aat ggt 1599 

153 Ala Thr Asp Gly Ser Thr Val Asn Gly Ala Cys Ser Tyr Glu Asn Gly 

154 415 420 425 

156 gtc tac tct ggc tct ggc tct gac ggt tgt act gtt tea gtt act tct 1647 

157 val Tyr Ser Gly Ser Gly Ser Asp Gly Cys Thr Val Ser Val Thr Ser 

158 430 435 440 

160 ggt tct get aac ttt gtc ttc tac taggcetttt ttccttgaat attgeaaata 1701 

161 Gly Ser Ala Asn Phe Val Phe Tyr 

164 agcttttgJt agtacttttt ttactccgtt cattttatgg tttattttte aattagttcg 1761 

165 tttttccaca atacaaaaaa acacagtcct ttgtaetatc ccttttattt cattattttt 1821 

166 tcttttttaa gataccacta gatattatca tatatagcat attatataac ataaaaagtc 1881 

167 aagaaaaaaa atgtttttat cactttctat aactgcatat ctttttttge atttegaatg 1941 

168 attge 

170 <210> SEQ ID NO: 2 

171 <211> LENGTH: 450 

172 <212> TYPE: PRT 

173 <213> ORGANISM: Saecharomyces cerevisiae 

175 <220> FEATURE: 

176 <221> NAME/KEY: VARIANT 

177 <222> LOCATION: (1)...(441) 

178 <223> OTHER INFORMATION: Xaa = Any Amino Acid 

180 <400> SEQUENCE: 2 

181 Met Cys Phe Leu Leu Glu Thr Ser Ala Ser Pro Arg Ser Lys Leu Ser 

182 1 5 - 10 15 

183 Lys Asp Phe Lys Pro Gin Phe Thr Leu Leu Ser Ser Val Thr Lys Lys 

184 20 25 . . 

185 Lys Lys Lys Lys Val Arg Pro His Asn Phe Gin Cys He His Ser Leu 

186 35 40 45 

187 Asn Phe Val Tyr Phe Leu Phe He His Ser Phe Leu Phe Glu Tyr Asn 

188 50 55 . 60 

189 Gin Leu Leu Val Leu Pro Leu Asn Lys Asn Leu Pro Ser Leu Asn Phe 

190 65 70 75 80 
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191 Ser Arg Asn Ser Ser Met Lys Leu Ser Ala Leu Leu Ala Leu Ser Ala 

192 85 90 95 

193 Ser Thr Ala Val Leu Ala Ala Pro Ala Val His His Ser Asp Asn His 

194 100 105 110 

195 His His Asn Asp Lys Arg Ala Val Val Thr Val Thr Gin Tyr Val Asn 

196 115 120 125 

197 Ala Asp Gly Ala Val Val He Pro Ala Ala Thr Thr Ala Thr Ser Ala 

198 130 135 140 

199 Ala Ala Asp Gly Lys Val Glu Ser Val Ala Ala Ala Thr Thr Thr Leu 

200 145 150 155 _ , 

201 ser ser Thr Ala Ala Ala Ala Thr Thr Ser Ala Ala Ala Ser Ser Ser 

202 165 170 175 

203 Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Val Gly Ser Gly 

204 180 185 190 

205 Asp Phe" Glu Asp Gly Thr He Ser Cys Ser Asp Phe Pro Ser Gly Gin 

206 195 200 205 

207 Gly Ala Val Ser Leu Asp Trp Leu Gly Leu Gly Gly Trp Ala Ser He 

208 210 215 220 

209 Met Asp Met Asn Gly Asn Thr Ala Thr Ser Cys Gin Asp Gly Tyr Tyr 

210 225 230 235 240 

211 Cys Ser Tyr Ala Cys Ser Pro Gly Tyr Ala Lys Thr Gin Trp Pro Ser 

212 245 250 255 

213 Glu Gin Pro Ser Asp Gly Arg Ser Val Gly Gly Leu Tyr Cys Lys Asn 

214 260 265 270 

215 Gly Lys Leu Tyr Arg Ser Asn Thr Asp Thr Asn Ser Leu Cys Val Glu 

216 275 280 285 

217 Gly Gin Gly Ser Ala Gin Ala Val Asn Lys Val Ser Gly Ser He Ala 

218 290 295 300 

219 He Cys Gly Thr Asp Tyr Pro Gly Ser Glu Asn Met Val Val Pro Thr 

220 305 310 315 320 

221 Val val Gly Ala Gly Ser Ser Gin Pro He Asn Val He Lys Glu Asp 

222 325 ' 330 335 

223 Ser Tyr Tyr Gin Trp Gin Gly Lys Lys Thr Ser Ala Gin Tyr Tyr Val 

224 340 345 350 

225 Asn Asn Ala Gly Val Ser Val Glu Asp Gly Cys He Trp Gly Thr Glu 

226 355 360 365 

227 Gly Ser Gly Val Gly Asn Trp Ala Pro Val Val Leu Gly Ala Gly Tyr 

228 370 375 380 

229 Thr Asp Gly He Thr Tyr Leu Ser He He Pro Asn Pro Asn Asn Lys 

230 385 390 395 400 

231 Glu Ala Pro Asn Phe Asn He Lys He Val Ala Thr Asp Gly Ser Thr 

232 405 410 415 

233 Val Asn Gly Ala Cys Ser Tyr Glu Asn Gly Val Tyr Ser Gly Ser Gly 

234 420 425 430 

235 Ser Asp Gly Cys Thr Val Ser Val Thr Ser Gly Ser Ala Asn Phe Val 

236 435 440 445 

237 Phe Tyr 

238 450 

241 <210> SEQ ID NO: 3 
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242 <211> LENGTH: 3455 

243 <212> TYPE: DNA . 

244 <213> ORGANISM: Saccharomyces cerevisiae 

246 <220> FEATURE: 

247 <221> NAME/KEY: CDS 

248 <222> LOCATION: ( 663 )...( 3164 ) 
24 9 <223> OTHER INFORMATION: UTH4 

iiilig=r=irsiiS|| 

255 agggcScgg gaaagaggcg cctcaggcaa aaatgagcaa aaaaaaaaaa aaaaagaaaa 240 
III gfttcgaaS tctaJgaaaa atttatgcag attcgttgag agttat-gg attttactct 300 

III ^tSSc ft= SSSS S agatt 

259 JactcttSt tctcacgcat ctcaggccac ctggacactg tacatggttg tgattgttct 480 

260 rttcSgt tatcgaLtt gatcctaggc ttatactcca aaatcggc c tgcacac c 40 
961 ttatttttqt qqtttcactt tactaacaca acattctttt attcaatcag ^^^^^^ ^ 

262 Tccllltlo ftctgccgac tcagcatcga ttttaactac gtctacatca aataa tcct 0 

263 ta atg tot tac aat cat cag cct caa eta tot att aac tec gte 



111 tea etc ttg gag ece gtg aec cct ecg cet ttg ggc cag atg aat aac 755 
268 Ser Leu Leu Glu Pro U Thr Pro Pro Pro Leu Gly Gin Met Asn .sn 

27! aaa aga aac cat eaa aag get eat teg ett gat etc tet ggt ttt aat 803 
272 Lys Arg Asn His Gin Lys Ala His Ser Leu Asp Leu Ser Gly Phe Asn 

III raa ttc ata tea teg aea caa tet ccc ttg get ttg atg aat aat aca 851 
III 111 Phe ne srr S^r Thr Gin Ser Pro Leu Ala Leu Met Asn Asn Thr 

279 tea aca teg aat tet get aac tet ttt tee ceg aat ect aat get get 899 

280 ser Thr Ser Asn Ser Ala Asn Ser Phe Ser Pro Asn Pro Asn Ala Ala 

ll\ aae a!c tee act ggg ett tea gee tea atg gea aat ect cca gee att 947 
284 ser A^n S^r Gly Leu Ser Ala Ser Met Ala Asn Pro Pro Ala lie 

287 eta eca tta ate aat g!g ttt gat etg gaa atg gat ggt cec agg aga 995 

288 Leu Pr^ Le^ lie Asn Glu Phe Asp Leu Glu Met Asp Gly Pro Arg Arg 

III aaa tea age eae III ttc aeg gtt gtt get ect teg aae tet ggt gte 104 3 
292 Lys ser Ser His Asp Phe Thr Val Val Ala Pro Ser Asn Ser Gly Val 

lit: 120 J-^J 

295 aat aec tec agt tta att atg gaa aea cea tee tet tea gtg act cet 1091 

296 Asn Thr Ser Ser Leu He Met Glu Thr Pro Ser Ser Ser Val Thr Pro 

f99 get gea III etc aga aat ttt age aat agt aat aat get get tee aaa 1139 

300 Ala Ala Ser Leu Arg Asn Phe Ser Asn Ser Asn Asn Ala Ala Ser Lys 

301 145 150 155 

Pfpase Not : . seauence Listing. Please review the 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/826,752 



DATE: 04/30/2001 
TIME: 11:04:50 
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L:16 M; 
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